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Bacillus coagulans
Bifidibacterium adolescentis
Bifidobacterium animalis
Bifidobacterium bifidum
Bifidobacterium breve
Bifidobacterium infantis
Bifidobacterium lactis
Bifidobacterium longum
Bifidobacterium pseudolongum
Enterococcus durans
Enterococcus faecium
Lactobacillus acidophilus
Lactobacillus crispatus
Lactobacillus gasseri
Lactobacillus johnsonii
Lactobacillus paracasei
Lactobacillus reuteri
Lactobacillus rhamnosus
Lactobacillus salivarius
Lactobacillus zeae
Propionibacterium arabinosum
Staphylococcus sciuri
Saccharomyces cerevisiae subsp.

Boulardii

91989910 Bulletin of the International Dairy Federation No.377/2002



